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AT —RF . EWAOIEBICEL- XML D7/ )L TEHE

<?xml version="1.0" encoding="UTF-8" standalone="yes"?>
<EXPERIMENT_SET>
<EXPERIMENT accession="DRX0xxxxxx" center_name="“NIG" alias="furuya-0001_Experiment_0001">
<TITLE>WGS of Musa balbisiana var. liukiuensis</TITLE>
<STUDY_REF accession="DRP00xxxx" refcenter=“NIG" refname="furuya-0001_Study_0001"/>
<DESIGN>
<DESIGN_DESCRIPTION></DESIGN_DESCRIPTION>
<SAMPLE_DESCRIPTOR accession="DRS0xxxxxx" refcenter=“NIG" refname="furuya-0001_Sample_0001"/>
<LIBRARY_DESCRIPTOR>
<LIBRARY_STRATEGY>WGS</LIBRARY_STRATEGY>
<LIBRARY_SOURCE>GENOMIC</LIBRARY_SOURCE>
<LIBRARY_SELECTION>RANDOM</LIBRARY_SELECTION>
<LIBRARY_LAYOUT>
<PAIRED/>
</LIBRARY_LAYOUT>
<POOLING_STRATEGY>multiplexed libraries</POOLING_STRATEGY>
</LIBRARY_DESCRIPTOR>
<SPOT_DESCRIPTOR> —
<SPOT_DECODE_SPEC>
<SPOT_LENGTH>250</SPOT_LENGTH>
<READ_SPEC>
<READ_INDEX>0</READ_INDEX>

<READ_CLASS>Technical Read</READ_CLASS> Sp°t Descriptor ':‘j:s
<READ_TYPE>Adapter</READ_TYPE> >0 < LS
<BASE__COORD>1a<p/Be,r0\SE_006RD> 79 7 Q_EE § IJ 7:*& d)
</READ_SPEC> . =
<READ_SPEC> technical read :E)EQII—EEIﬁE

<READ_INDEX>1</READ_INDEX>
<READ_CLASS>Application Read</READ_CLASS>

<READ_TYPE>Forward</READ TYPE> A4 = n
<BASE_COORD>5</BASE_COORD> >< <S POT_D ESCRIPTOR> 0D naﬁﬁ“
</READ_SPEC> http://trace.ddbj.nig.ac.jp/dra/example.html
</SPOT_DECODE_SPEC>
</SPOT_DESCRIPTOR>

</DESIGN>
<PLATFORM>

<IIzll_ltljsl\ﬂl'llgﬁl\;ENT_MODEL>IIIumina MiSeq</INSTRUMENT N ’r'\/g_jl_XJ: _6}97_:_9€1’|5 ﬁi?ﬁ >
< MLLUMINA> XMLZ7AILEHLANT S5 LT,
PELNES technical reads ZRIFT H_ENHFEFET,

<PIPE_SECTION>
<STEP_INDEX>1</STEP_INDEX>

<PREV_STEP_INDEX>NIL</PREV_STEP_INDEX>
2014-08-20 8
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1. #1#R D-way 7HI D AERK (1)

Z 5% 7 > FHandbook: http://trace.ddbi.nig.ac.ip/book/account.html
D-way: https://trace.ddbj.nig.ac.jp/D-way/

Account information for dradev DRA ':ﬁﬁ%j—éf: &7) ': (j: . ”Center
” ” N\ ” 2% N
First Name name & uL\ Faﬁﬁ @Eﬁih M\g
Last Name
Middle Name [

E-mail trace@ddbj nig ac jp |
Organization [National Institute of Genetics | /
Department (1) |cIB-DDBY | _
Department (2) |DRA Developers |
Lab / Group I |
Country |Japan v Register center
e ‘ ‘ name and
‘ ‘ public key
‘ |
Center name | traditional DDBJ
PREnE 5566 | Ext |

Fax 55666 |
URL [ | BioSample

\ Center for DRA —
Center Name | OR |Apply new center name 10 roJeCt

Center Full Name [genetics| K /
Institute for Cancer Genetics - Columbia University

Technical Contact Department of Human Genetics, Emory University School of Medicine

Name Leibniz Institute of Plant Genetics

Max Planck Institute for Molecular Genetics
E-mail
Morthern Arizona University - The Microbial Genetics & Genomics Center

National Institute of Genetics (Japan)

3 . Stanford Departments of Pathology and Genetics
IrAIVEER | BREOTL

NEHEDEZER

Submission Portal “D-way” 12
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1. #1#R D-way 7HI 2 DAERK (2)

N8/ TR http://trace.ddbj.nig.ac.jp/book/account.htmI#DRA ~DE EFHEEZ B0

DRA ADEFIEREZIEM BR:

DDBJ Sequence Read Archive (DRA) ~Z —9& BRI Sizth, FHI2 T center name
ENFSEIEERLUET. Center name (3 DRA HE&EICH UL TIINIE>TLEEETT. o

In this page
DDBIERFE AT

MR- UOEECRVWSNET. TITNBEELEEREF AU
DR/ MER AT OEM DRA ANDEBFHERZEM
i} WEHR DT 7 LOEHR

X pPoFEAS DO DINA Data Bank of Japan

1 Windows
} \ : 4 PDF Download DDBI

Submit

' == Login & Submit /\Fﬁﬁg
1|
ContaCt
"PUTTY Key Generator” -2 —JLL, BBLEY. TOLITHEEL [Generate] & PN —_
DUy HLET. ) _9$ * A
; Archives 7 KL

News by year:
Ky i FAQs o
Ho key.
Handbooks /\ j
=X =
s LE
- Aetions
Generate s publio/private key pr [ Genense |
Lowd 10wt it by e T
Save the ceneratad key [ Sawe pubiickey | [ Suw private key | |
~Paramaters -
Type ofkay to genarate:
S e
Mumber ofbits in & penersted key: [1oes |

A L ROORA TR IARA LA —ES LA AICBN L TREER S EEY., EHaNsn
M BT RFELET.

« L3

I Mac0s X

4 Unix

Center name & REIEOEEF 13
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2. BioProject M &% (1)

BioProject Handbook: http://trace.ddbj.nig.ac.jp/bioproject/submission.html

D-way: https://trace.ddbj.nig.ac.jp/D-way/

ges = English | Contact

Sequence Read Archive

Home Handbook FAL Search Download « Pipeline About DRA

News
20147065135 New : DB HREROEMSH (8/14-15)

2014FER 4B (E) 158 (f). DRAE L T i
BeaProject. DioSormple M 227 LIENSRETMHEIETT.

ROEY. D-way RBL-AT L. DRABELF

2014E08H06H New | IS AF AfFU— ERIF=IE TR fastg 77 7 AACRIES 1o
DRA BIE IS A — RRY=ETIRL fastq 27 FLERELELELR, T=a ML

+ U= R TS fasty J7 -7l Run & file type T fast BilliR
= Rlt=TE T2 fastq 2911 Run @ flie type T genaric_fastq Eillit

DO8) Sequence Read Archive (DRA] (3 Roche 454 GS System®, [llumina Genome Analyzer®, Applied Biosystens SOLIDE System

REDIREHL L~ ST LR SO F - FOLOHOF —FA—2ATYT, DRA i} International Nuclechide Sequence Database Collaboration
(INSDC) @AZ/(=T®D, NCBI Sequence Read Archive (SRA) & EBI Sequence Read Archive (ERA) 20ERENCTE, SE2ZNT

VET, #RCFTESURL -2I-9nS0mNF — 412 DDE) Trace Archive [CCRIERCTEZLY,

o, Ly

HhE DRA

DRAsearch Handbook
Databases Resaurces 008! Informaticn
Muciecacs Sequance Datatass gataniny O0RS R53 E3
Saquence Read Mchive AREA D082 on Twitter [
Trace Archive TiSearch DDA on Youlute &
Omics Mcrve BLAST GOBJ on slideshare
DioProject Victor Sereening Systam DORSng
Biosampie Clustalt DDES FTP Site

Japarese Genotype-shenotype Archive Read Annotation Pipeling

TOP | DRA | BioProject | BioSample

Account: dradev

uence Read Archive (DRA)

dradev | Account | Password | Logout

D-way

MGAF

[Submit new Project] RA M5,
HTRAVE R

2014-08-20

T DRA | BioProject | BioSample

N

dradev | Account | Password | Logout

D-way

BioProject submission list for dradev

(SiEniney Prok)

Temporary Submission ID

PSUB003562
PSUB003476
PSUB003348
PSUB003313
PSUB000611

PSUB000488
PSUB000486E
PSUB000124
PSUB000034

BioProject ID

PRJDB2864

Status *

In progress.
In progress
In progress
Cancel
Cancel
In progress.
In progress
In progress.
In progress

Title

XX
0000000000000
test
test 20130425
K

hogex
TEST SUBMISSION FOR DEMO

Project Type

primary
primary

* Created Date +

2014-08-07
2014-07-14
2014-05-26
2014-05-12
2012-09-07
2012-08-08
2012-08-08
2012-0317
2011-12-02
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2. BioProject M & §% (2)

Submitter > General info > Project type > Target > Publication > Overview D &,

FREDT ARV S (*)F BHIER., RFEA

TOP | DRA | BioProject | BioSample dradev | Account | Password | Logout

D-way
BioProject Temporary Submission ID: PSUB000488

SUBMITTER Ea: anl : a PROJECT TYPE TARGET PUBLICATION OVERVIEW

—Project Description
Project title*: [Retinal transcriptome profiling at transcription start sites after axonal injury \

Description*: |n order to comprehensively study changes in gene transcription at transcription
start sites. Using CAGE data, we attempted to determine dynamic changes in the
regulation of the transcriptional network mediating RGC death after axonal injury.

/\ T

f ' j 4
L ] G ra nt rovide enough information in the description (more than 100 characters) for other users to interpret the h

nts to DDBJ staff:

Agency : Japanese Ministry of .| Description:

Education, Culture, Sports, - o s -
Science and Technology MEDBRPT—ILIZD

ject == ==
Agency abbreviation : MEXT litiati\.'e which is already registered in the BioProject. ©Yes ®No ll \ -t N 1002 % l’J\ J: -~ ﬁaﬁ
GrantID: 22150002 -~ '
Grant title: Genome Science el HURL o

Add another Link

—Grants
Agency Agency abbreviation Grant ID  Grant fitle
‘Japanese Ministry of Educa||MEXT H22180002 HGenome Science HDeIete‘

Add another Grant

2014-08-20 rConsor‘tium 15




2. BioProject M & £% (3)

TOP | DioSampIe dradev | Account | Password | Logout
D-way
BioProject Temporary Submission ID: PSUB000488

SUBMITTER GENERAL INFO PROJECT TYPE TARGET PUBLICATION OVERVIEW

—Project data type

Project data type™  Transcriptome
Capture

The scale. or type. of information that the study is designed to generate from
the sample material.

—Sample scope/Material/Cay

Sample scope™ Malerial*i Capture™ |Whole
Methodology™: | Sequencing v
\ Clone Ends
AR efiak Exome
Objective \ Targeted Locus/Loci
Raw Sequence Reads ¥ Random Survey
Sequence # ther
Analysis (]
Assembly : ()]
Annotation - ]
Variation (]

== BEXFISHh—YLEST
BL BB T T

Other [m] -
>
j C i AN
°

ZIZ [Submit] RF2E0) v LT =% . D-way E CIEEIFHFEF A, T/T—RIZA—
JL (bioproject@ddbij.nig.ac.jp) THISB TLFESLY,
T/ T—3DEBEEITO>TH L. BioProject IDZEFITTHDT. LLERHMANIMNET,

2014-08-20 s 07 LS2g ] RIS HF 16
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3. BioSample M &% (1)

BioSample Handbook: http://trace.ddbj.nig.ac.jp/biosample/submission.htmi

D-way: https://trace.ddbj.nig.ac.jp/D-way/

[Submit new Sample] IRZA M5, FIFR1ERL,
EMoBIZAMN-T, IBIZATEHE,

TOP | DRA | BioProject( BioSampIe) dradev | Account | Password | Logout
D-way

BioSample Temporary Submission ID: SSUB000002

SUBMITTER GENERAL INFO ATTRIBUTES PUBLICATION COMMENTS OVERVIEW
—Sample type “" ”
Gore Packager: General Sample

' General Sample
‘® Genome, metagenome or marker sequences (MIxS compliant)

~ Environmental/Metagenome - I ' S— t ra n SC rl ptO m e
' Cultured Bacterial/Archaeal
' Eukaryotic
) Viral
' Specimen

® Survey related
” “Genome, metagenome
or marker sequences”

= WGSHPARYT /) LG E

rEnvironmental package

Environmental package (MIxS Sample)™s
' No package
. air
' host-associated
) human-associated
 human-gut
. human-oral
" human-skin
" human-vaginal

& e 16S rRNA, 185 rRNA T4 E DY —F1—

) plant-associated

o i E25 D IFZE 1. ”Survey related”

) wastewater
) water |

2014-08-20 17
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3. BioSample M &£k (2)

BioSample Handbook: http://trace.ddbj.nig.ac.jp/biosample/submission.htmi

D-way: https://trace.ddbj.nig.ac.jp/D-way/

[Download BioSample worksheet]
%7 IJ “J7 o ample dradev | Account | Password | Logout
D-way

BioSample Temporary Submission ID: SSUB000002

e —
SUBMITTER GENERAL INFO SAMPLETYPE 'Np: =TS ) PUBLICATION COMMENTS OVERVIEW

—Attributes
Attributes file name ™

ERSQTLFEEA

Download BioSampIe worksheet|

|

: : in spreadsheet program or text editor.
Be sure to upload tab- dellmlted text file and NOT excel spreadsheet.

—External Link
NCEI Taxonomy

“template.tsv” HY

Ayra—kEhbd,

‘ [¥] template.tsv ’ '| ¥ IRTOEO-FEET X

2014-08-20 M 157 L4 | IKVIE WF 18
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3. BioSample
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N — — N
Y
t 7" ~ =
|SV(9;I:>‘)]U)77’(}L'¢ Excel’s& 0 \ ME; \ s
[ ——
WL AL EE T tm BR Wiz
U KA e B SEOEITESIETTL @3 = BUY
i Lr B-Ar §- EEX P2E Pouws 5 wnn
. 1
B G 5 — H 1 ] b = : 3 o 3 [
sungunibm =aromy i s 1tk w hamun 20 o e et kel et e P Sk ke

frourdacs: retagname T1 701 Gouchetar samels 1L 120738 MD=17) rtan TNZIIAE rbmrety covpa  seanSitama, Sabans Lihersty e watsr draais of seqmnces coliced fom grunswater
Suitheere: rtage e st ZNZA AT arhmrahy campn JaparSaitara, Sabare Uhive sty Ko wtey  Arvlysin of serumrues Lolegied Fon gatimetsn
etan e Sata, Satars nbwuty o witke Arityin of samreRn CbENd Fom gLnewater
717501 Grrutuator canele 111121107 ATI-4 rtnn S Sefarm kot - TOur water Aratyeis of seances oulkecied Fom grauntvater
747531 Graudvetnr asereke 2L 120728 MID-31) rtan “enrEaitum, Eabarss Ui SESIZN NASIEOMEA B grourd wibtr frihysie of sequros otlicoed Fom grauncwater
Froungvie! retageecme 17321 Grouvatar saerese 2L 121 107 MO [t A Sana, Subiew Livgraty TSNS NTING00NSA B gmured witer | APue of MGACHR SE6CH fm gunowats!
2120728 grourdace retamrome 717391 Groudvator sacie 201120728 D-38 vtan P Sl b B2 N1 S04 B gound watar Aralvus of sensnoes colleced fom grundwater
IO grourdwine: retaze-orme T T35 Groudvetur wiersie 2011 21107 1AD-21 ot SR rharity cora oS, Sabar ek SEBIO03 N 1FRAOEA E  mrourd witer Srshai of samecus calecied Fom gruntwiter

a et mtage e TABSET N g curw sengle 37 m WED-5) st 2012780 by e Jecan Takys, Secegere, hita ity FONMONIIMAIEIE  mdemrt  Sruiai of mamrees telkced Mo winfice st son

sedinant matagrare BT M dorieg core samo 20 m M2 urtan SNL/EN rbarshy cimn -bemcTabv: Saragmrn it Lintanety ARSI NTREMESA £ sedmert  Aralysi of sequnons collecied fom suteutace sdmant com

x
= St g et
M setinant matagirare
® sedmant matagerare
x it tagw o
£ sedimant matagerara
* sedimnt e ragsare
* il e o e

TABAT R e e st
TAOT M.l doring care samg
TABET ) oring Corm sae
TAHECT M borirg e same
T4 ) boring cors s
TADECT N Dofirg Cers s
TAUHT M torirg co saeee

DRAZ Bk

BYTILMN

31ETHN

3.

5 el et e dubwefied sieimant Som

re sacdimant matape e TABHT 1) nrirg rcee s f— ~ - - & relieriad frm auhesface sscivant com
o it g T TAT b com > 3 1 ) ' — j L \ \ Mt ey datucrta ekt cove
I gl et T4l T AT Earng com sam — I 8 51 M PO Siitics Smant Som
T ImEEm ERIEE o Ca ~ LIZ C « aGur L/ o Tt
rot sedimant b bago e TADGT TAT baring s sam a8 othected Frm st sethrent som
P et ot e TARCT TAT Barng ton dam, 5 CoiCid PO Sutitacs Scmant Son
roa ‘it matage o e TRECT TAT borng com sampls - 027 rEky Cavou of Seomnoes ooliecied fom subnuface seckvant cone
rer e L i tage fo e TARRIT TAT korng com dampht 396 m 21BN rbarity comp 3’6]!;'! NI%A&!WE Arahan of weomrcs ool ol fom dubiorface sidment con
{:] i it bage o e TARKT TAT borng com swnphy 443 m\@ + b 200279 by cempus HAITIA NIINAAIMO L et Arwhyin of wegmian ool cied fom stmutes seciment el
I sedimant metagenara FAB07 TAT borng coe sample 855 m ML utan SU1LAN rharty camps SERAATIA NVAARINOE  sadmert Ay of seosroes ooliecied fom sutnuface & o
o i . oo B i) P TERNT TAT Eneng e sampl 855 m MID-3 Ltnn 2R ke ity chergus T4 M1 4820 F  sedmart Arwhsin of segmrees polecied Fom sl LR L
11 sedimant matage nama T4 TAT borng com sempls 470 m ME-X; rton MV2ADA rhariy garTokyn, Fushy, Toke Lnbamsbyof Agistum and Tochokgy 14 3 AR E £ snciormint com
aki o OGS TR o TO8SA Compust smoe (2 MD=34 [ “h P

#ki g3 et TN R TORUEG Compost shec o MD-35 # L ] KA

VATIEWERIER SIS,

‘ZEI E —Gn/(

. ” NA";‘;E%

1L7E NS
LA

HIgE 9 125%T

2014-08-20 19


http://trace.ddbj.nig.ac.jp/biosample/submission.html
https://trace.ddbj.nig.ac.jp/D-way/
https://trace.ddbj.nig.ac.jp/D-way/
https://trace.ddbj.nig.ac.jp/D-way/
https://trace.ddbj.nig.ac.jp/D-way/

BioSample --- Sample Attribute: http://trace.ddbj.nig.ac.jp/biosample/attribute.html
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2 DDBJ

BioSample

Home Handbook Sample Attribute FAQ Search

Y IILmIE

List all sample attributes

Sample type (Core Package)
General Sample

# Genome, metagenome or marker sequences (MIxS compbant)

# Environmental/Metagenome Genomic Sequences |

Cultured Bacterial/Archasal Ganomic Sequences

Eukaryatic Genomic Sequences
Viral Genomic Sequences

Environmental package (MIxS Sample)
N packag
air
host-associated
human-associatad

® human-gut

husran-cral
human-gkin
human-vaginal
micrabial
miscallaneous
plant-associated
sadiment
sail
wastewater

water

DEFINITION § DOWNLOAD

Sample type ZiliRL, DEFINITION 5T attiribute OERLBTRERS LA T2ET, DOWNLOAD 52T BioSample 77— 73—

rESOLO-FTsienTEETY.

Syni 5 [ r
sample name* Sample name |SRIBEHSTILIC
EWTY. Sample name MFx =T M2
REDTVERAL, BRTHLILEEL

=y e

LTUZEME@IT &2 ESLET.
Sample name (3 Submission FHLITI=—
OTHICEABOET. BIMBIE Sample
name EZBETSCLHTRERA,

organism*
species FT) FoFA-ALBRREINTL
LSS, FRROENCNTIMAREETE
BREHRALTS DDB} A& w ZHF
NCBI Taxonomy [CRRBOEINESALE
¥

taxonomy 1d* MNCBI Taxenomy identifier. @HDEM. A
B L. RBY L TICHY v
=7,

sample titie Sample Title (@M 0D U7
L3=Foays—&

LTE&EZ=ZNET,
"sample title” FANTHTLRLES,
sample type & organism name BHIZE

Login & Submit = Databases =  English Contact

About BioSample

AttributeDIBE B EZMN MO,
D C 9T ILEEI1ZSEE,

ZHIERZERE.
[DEFINITION] 7R 2> % 91) w5

Sample name s a name that you choose
for the sample. It can have any format,
but we suggest that you make it concise,
unique and consistent within your lab,
and as informative as possible, Every
sample name from a single submitter
must be unique in a submission, Sample
name cannot be changed after
registration.

The most descriptive organism name for
this sample (to the species, if relevant)
Taxonomy database, If it is
not in the database, provide as much
information about the organism as
possible and the DDBI staff apply a new
TaxID to NCBE Taxonomy.

NCBI Taxonomy identifier. This |5
appropriate for individual organisms,
sample title will appear in the final DDB1
BioSample record as the header for your
sample, The title should be short and
informative.

ST ILEHIEIZ,
B HIEEMNKR
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3. BioSample D& &% (4)

TOP | DRA | BioProject | BioSample

BioSample Temporary Submission ID: SSUB000002

SAMPLE TYPE ATTRIBUTES PUBLICATION

SUBMITTER GENERAL INFO

D-way

dradev | Account | Password | Logout

COMMENTS OVERVIEW

Attributes

Altributes file name

g IBEZTEZ A
Download BioSample worksheet
Download and edit the worksheet in spre
Be sure to upload tab-delimited text file and

RENTLEEA

program or text editor.
cel spreadsheet.

TOP | DRA | BioProject | BioSample dradev | Account | Password | Logout

D-way
BioSample Temporary Submission ID: SSUB000002

SAMPLE TYPE ATTRIBUTES PUBLICATICN

SUBMITTER GENERAL INFO COMMENTS OVERVIEW

Attributes:

attributes tsv

*sample name *organism “taxonomy id sample title strain breed cultivar isolate label description *biome “collection_date

“feature "geo_loc_name *lat_lon "material *project_name rel_to_oxygen samp_collect_device samp_mat_process
mple_size chem_administration “elev methane misc_param organism_count oxy_stat_samp perturbation

External Link:
(NCBI Taxonomy

| Continue |

EE~  HLLTHLS-
M pC
4 clone_trace (133.39.
[® const (constwin)
& Downloads
[® kosuge (kosugeusx)
LH“ PlayMemories Home
\_H“ rsugita (rsugita24)
\_H“ serverbackup (const

4 trace_test (133.39.1
B FAINT
El FFavh

1t g » PC » Downloads

N &R

v & DownloadsDig® ¥l

=+ 0O @
5 *sample name ¥orzanisn *taxonomy id
sample title strain breed cultivar

[ (] attributes.tsv

2 isolate label description

v <

thione *collect ion_date *feature
*geo_loc_nane xlat_lon *material
#project_name rel_to_oxvgen

sanp_col lect_device samp_mat_process
sanple_size chem_adninistration
*elev  methane misc_param
arganism_count oxy_stat_samp
perturbation samp_store_dur
sanp_store_loc samp_store_tenp
temp  xdepth alkalinity

alkyl _diethers aminopept_act
anmon i um hacteria_carb_prod
bionass bishomnohopano!

b de Falrinm

TrAIB(N): | attributes.tsv

v| [#xtozrL v

"

V samp_store_dur samp_store_loc samp_store_temp temp “depth alkalinity alkyl_diethers aminopept_act ammonium
bacteria_carb_prod biomass bishomohopanol bromide calcium carb_nitro_ratio chloride chlorophyll diether_lipids
diss_carb_dioxide diss_hydrogen diss_inorg_carb diss_org_carb diss_org_nitro diss_oxygen glucosidase_act
magnesium mean_frict_vel mean_peak_frict_vel n_alkanes nitrate nitrite nitro org_carb org_matter org_nitro ph
part_org_carb petroleum_hydrocarb phaeopigments phosphate phosplipid_fatt_acid potassium pressure redox_potential
salinity silicate sodium sulfate sulfide tot_carb tot_nitro tot_org_carb turbidity water_content density particle_class
porosity sediment_type tidal_stage bioproject id sample comment GW_1L_120728 groundwater metagenome 717931
Groudwater sample 1L 120728 MID-37 urban 2012-07-28 university campus Japan:Saitama, Saitama University
35.862263 N 139.609454 E ground water Analysis of sequences collected from groundwater 10.0 m 39 m PRJDB2908
MID sequence: TACACACACT GW_1L_121107 groundwater metagenome 717931 Groudwater sample 1L 121107 MID-
41 urban 2012-11-07 university campus Japan:Saitama, Saitama University 35.862263 N 139.609454 E ground water
Analysis of sequences collected from groundwater 10.0 m 39 m PRJDB2908 MID sequence: TAGTGTAGAT
GW_1U_120728 groundwater metagenome 717931 Groudwater sample 1U 120728 MID-36 urban 2012-07-28 university
campus Japan:Saitama, Saitama University 35.862263 N 139.609454 E ground water Analysis of sequences collected
from groundwater 10.0 m 17 m PRJDB2908 MID sequence: CGACGTGACT GW_1U_121107 groundwater metagenome
717931 Groudwater sample 1U 121107 MID-40 urban 2012-11-07 university campus Japan:Saitama, Saitama University
35.862263 N 139.609454 E ground water Analysis of sequences collected from groundwater 10.0 m 17 m PRJDB2908
MID sequence: TACGCTGTCT GW_2L_120728 groundwater metagenome 717931 Groudwater sample 2L 120728 MID-
39 urban 2012-07-28 university campus Japan:Saitama, Saitama University 35.862263 N 139.609454 E ground water
Analysis of sequences collected from groundwater 10.0 m 39 m PRJDB2908 MID sequence: TACAGATCGT
GW_2L_121107 groundwater metagenome 717931 Groudwater sample 2L 121107 MID-43 urban 2012-11-07 university
campus Japan:Saitama, Saitama University 35.862263 N 139.609454 E ground water Analysis of sequences collected

A0 N 20 DR INR2ON2 NN camian, ICCOACTART QW 211 4120722 arny

from aron

&IZIZ [Submit] K2 E D)y I LTz, D-way ETIEIEITH KR FEH A T/ T—RITA—
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4. F1A3 DRA Submission DYER%

DRA Handbook: http://trace.ddbj.nig.ac.ip/dra/submission.htmI#DRA ~DT —5FE 8% 5%

TOPl DRA lProject List | BioProject | BioSample
D-way

DRA submission list for test01

| (Create new Submission(s) Mumber of submission :

test01 | Account | Password | Logout

Submission ID - Accession * Status * Creation Date  # Hold Date *
| ||Reset| | ||Reset| v IMI | ||Reset| | ||Reset|
Utesto1.0005 e 0 0s 1 — )
test01-0004 metadata_submitted 2014-02-19 2016-02-20
test01-0003 DRA001721 completed 2014-02-18 2016-03-03
test01-0002 DRA001720 public 2014-02-17 —
test01-0001 metadata_submitted 2014-02-17 2014-03-06

DRA ZEFNDAT—HR—&E

21)99L T,

¥ DRA Submission

1R

RAT—ER

N

new

AT —ED TR

metadata_submitted

AP T—ENERINT

data_validating

FT—HRI74 )LD Validation &

data_error

F—ART74 )LD Validation TS5—

submission_validated

IET—BET—BTF7AILD Validation AT

completed Tty a B ESHLEITINT
confidential JELN B
2014-08-20 public NS 22
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5. T —=AJ74 )L DErX

DRA Handbook: http://trace.ddbj.nig.ac.jp/dra/submission.htmit—H T AT —3N T v A—K

SCP (Secure Copy) Exi%
sshDBEBEZ F > TEF 2T DEWVNIT7AILEREZITD
SRELEHRE . PURYSNET—REDMA D, BE ’“:E"FI’L'C*‘JI*U — o LERND,

Windows Mac 0S X

WinSCP (http://winscp.net/eng/download.php) Cyberduck (http://cyberduck.ch)
= e i i

By dredevdradata.ddb).nig.oc.jp - WinSCP

Local Mark Files Commands Sessin Options Remote Help

@ | [3 0 Cuece - | B £3 Synchronize B P | Transfar Settings Default - @ - g New Session P ¥ By | (& Sites
&

1B dradevdradata. ddbjnig.acip ﬁ' Mew Session

= v (@ - A
& - B - BENE % . dradev-0014 @ (e B G @ G Find Fles T A TIUT -y en Connect Quick Connect Cacton  Refrash

Neme  Ext sae [ Type Changed Neme Bt
| 213/13/2 T2

al
datalfesty
" datad.fastg
datad.fastg

i i 0
DB of 20,630 KB InD of 2 o0Bof0BIN0oFD

|
|
|
|
i
sesessesl phoo
1

Linux / Mac OS X
A—IF)L

$ scp <Your Files> <D-way Login ID>@dradata.ddbj.nig.ac.jp:" /<Submission ID> %ﬁDRAﬁ‘ﬁit/ Xj_-l\ (2014-05-12FA18)
§ ssh <Doway Login Dsecracutmddinizacts technical reads Z25&L1=FF &

: BFLE=WGE X XMLOEBIEA
WEITZFYFELT=, (P.8 BR)

2014-08-20 s [0 SR ] IiKi=E HF 23
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6. XFT—HDVERK

object DEARK

DRA Handbook: http://trace.ddbj.nig.ac.ip/dra/submission.html# A% T

— 3D ERK

LIV r—R

SODEKDLLE T/ LB DTr—R

BioProject BioSample

{BiuProject PRID :}BioSample —
Sequence Read Archive
Experiment |

@ Sequence data file (fastg, BAM)

Red color: Prefix of accession numbers

2014-08-20

BioProject BioSample

BioSample SAMD
* Strain A [ BioSample SAMD
« Strain B | BioSample SAMD

PRID

BioProject

* Strain C

Sequence Read Archive ~ ~
IExperiment DRX

% Run DRR
* Strain A

% Run DRR
* Strain B

%Sequence data files (fastq, BAM)
* Strain C

Red color: Prefix of accession numbers
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6. X7 —HDVERK

--- Submission ---

Submission > Study > Sample > Experiment > Run > (Analysis) DE[Z. REZETA R
FREDTAR) AR E (* )&, WAIEH

TOP | DRA | Project List | BioProject | BioSample test01 | Account | Password | Logout

D-way

Submission ID : test01-0005

Submission 1D
test01.0005

Accession # Status

Creation Date Hold Date
2014-03-12 —

Submit / Update Metadata

Submission ID : test01-0005

[Submit
Study Sample Experiment Run Analysis
—Center Name
Center Name™: |NIG 'Lab Name": lab, dept2, dept1, org
—Hold/Release
Hold Until*: ®Hold Until |2016-03-20 /\ ’ﬁ
*Immediate [ 0 ] 2016 v | Mar v ] /__ L Fﬁﬁ E‘Egg © ZEAJ
" Su Mo Tu We Th Fr Sa 7 aE_CL*REI Ae |~
—Submitter —
_ 28|l 29| 1) 2| 3|| 4| s
/Add Submitter 6 7| 8 9 10| 1] 12
= PR 13| 14| 15 16| 17| 18 19 =
! 20| 21| 22| 23| 24| 25 S — — 5
1| [first middle last || [Delete| — 0) E& B%: -G (d: ~ % ﬁi%llgﬁa
2 | first middle last 2 || test01@test.test.com || [Delete #E [d: ﬁﬂi&ﬂga
} I } ~ o
3 | [first middle last 3 I test01@test test.test.com -_ :-De[ete‘

2014-08-20 Save|Sludy

T/




6. X7 —ADVERY --- Study/Sample ---

£% 249 % BioProject ID & 1D EIRT 3,

Submission ID : test01-0005

Subm
Submission Sample Experiment Run Analysis
BioProject
|,Bi0Proiect ID™: v

savelEam=r) [PRIDA
Save/Gampie ) PRJDAQ00001

A |
& BioProject ID/BioSample ID A%

PRJDA900002
PRJDB2649

| BTSN TGN E RIRSNF R AL

%249 % BioSample ID # 1D kL E FEIRT B, /

ERIEIBRABIC

Submission ID : test01-0005
[Submit
Submission Study Experiment Run Analysis
—BioSample
BioSample ID*: [SAMDO00000001 | /
'SAMD00014251
ISAMDOOO1 4252 .
— Crl F—ERLEHDIY v T BE.
e — D BioSample ID ZEIRATRE
; =}
Save[Experiment 5 T~ *E ;& P = :]:R




6. X7 —ADVYERK --- Experiment (1)

ExperimentD A3 T—%4% | JBIZERTET %o
BEGERISEE.

Submission ID : test01-0005 *EE%&@ EXperiment %

Suoml e ﬂ; E‘Z | &b
Submission Study smpe  [EEETE u/__ x ' A H (=}
—Edit metadata by using tab-delimited text (TSV) file

_____
| FTALEEIR | BIRERTLEEA UplgadsT file] DomdeSVﬁle /

r“ﬂ’nlﬂi“‘i. ______ [

1 |Add new Experiment(s) 1 Copy Experiment #1

gt A 4 Library Source® Library Salection’ Libeary Strategy’ Library Construction Protgfal Instrument’ Spot Type®  Nominal Length Mominal Sdev  SpotLength  BicSample Used' Delete Delete AN
Hew GENOMIC v || [Rasoom || |wes lumina HiSeq 2500 v pawed (FR) ¥ SAMDOO00001 v | | [Dlate]
Mew = | [Delete
Mew * | |Defete|

£ Alias Libeary Name Libtary Sourca’ Libeary Salaction” Litrary Stratagy’ férary Canstriction Pretocel Instrumant® SpotTyps'  NominalLangth Nominal Sdav SpotLength  BioSampis Used” Delste Delete Al

Deleto

Hew Detate
[Dstete]

Oelete]

Mew Beiaty
Hew Dekete
Heow Deleta
Delote

Hew Delete
Oviete

Delete,

Deate

ey

Dsus

ow Ealed
v =

2014-08-20 s 07 LS2g ] RIS HF 27



6. X3T—DYERK --- Experiment (2) ---

FTREYTFIRTF7AIL (tsv) EL
Submission ID : test01-0005 —C/)f'j.‘/l:'—l‘\\b\ Exce|© t;& 0)
i (s v IR v TRV INTART—R % ER AT BE

—Edit metadata by using tab-delimited text (TSV) file
TTALERR | RSRTOER A, ' /
~Metadat:
|Add new Experiment(s) 1 \Copy Experiment #1
# Alias  Library Name Library Source” Library Selection® Library Strategy” Library Construction Protocal mant” Spot Typs® Nomunal Length  Morinal Sdev  Spot Length  BisSampla Used" Dalete Delets
Hew GENOMIC v || |[RANDOM v || wes v Nlurmina HiSeq 2500 v || paired (FR) ¥ SAMDO0D000DT ¥ | [Distate|
Mew - - v v v -
Hew b L v | L3 2 -

A-SLPr B 7-7 N Br  ERLD DL 5@ o 2t
WSEIr i A =Ele B St 6 ] A = & [ 20 @
Bru- - &-A- F- EER R Soueslteaete §-% o Lk | max 2] gl WA Wy, MR
Tt . 2 § - na . 2540 o _m
faid s
B ) 5 E G = H i 3 3 L W N o
it Liteary Narme  Library Sourcs Library Selaction  Library Strategy  Libary Construction Protocal  [rstrument Spot Type  Nominal Length  Mominal Sdev  Spot Langth  BioSample Used 1
2 Exp Accession 454 GS 20 paired end sequencing of SAMDO0OT 4251 GENOMIC RANDOM was 454 G paired (FF) SAMDOOOT 4251
3 I & Exp Accession: 454 GS 20 paired end sequencing of SAMDOOOT 4252 GENOMIC RANDOM WS 455 GS paired (FF)
4 testl 0004 _Experiment 0003 Exp Accesshn: 454 GS 20 paired end sequancing of SAMDOOO! 4253 GENOMIC RANDOM WGS 456GS pired (FF}
5 tost01 ~0004 Experiment 0004 Exp Accession 454 GS 20 paired erd sequencing of SAMDO0O! 4254 GENOMIC RANDOM wes 45765
B testOl -0004_Experiment 0005 Exp Accession: 454 GS 20 paired end sequencing of SAMDOO0! 4255 GENOMIC RANDOM wes 458 GS
7 testOl =0004_Experiment 0006 Exp Accession: 454 GS 20 peired end sequencing of SAMDOOO! 4256 GENOMIC RANDOM WGS 458 GS
B testO1 ~0004_Experiment 0007 Exp Accession 454 GS 20 peired end sequancing of SAMDOOD! 4257 GEMOMIC RANDOM was 460GS
S testO1 0004 Experiment O0C8  Exp Accession: 454 GS 20 pained erd sequencing of SAMDO00! 4258 GENOMIC RANDOM = 461 68
10 testOl —0004 E<periment 0009  Exp Accession: 454 GS 20 paired end sequencing of SAMDOOO! 4258 GENOMIC RANDOM was 462 G3
11 testOl -0004 Experiment 0010 Exp Acoession: 454 GS 20 paired end sequencing of SAMDO0O! 4260 GENOMIC RANDOM WGS 463 G5
12 testOl -0004_Experimant 0011 Exp Accessian: 454 GS 20 peired end sequancing of SAMOO00! 4261 GENOMIC RANDOM wes 464 GS
13 testOl 0004 Experiment 0012 Exp Accession: 454 GS 20 mired end sequencing of SAMDO0O1 4262 GENOMIC RANDOM wes 465 S =
14 testDl -0004 Experiment 0013 Exp Accession: 454 GS 20 paired end sequencing of SAMDOOO! 4263 GENOMIC RANDOM WGS 466 GS
15 testOl 0004 _Experiment 0014 Exp Accession: 454 GS 20 paired end sequencing of SAMDOD0O1 4264 GENOMIC RAMDOM WGsS 467 GS
16 tost01 0004 Experimant 0015 Exp Accession 454 GS 20 paired erd sequencing of SAMDOOD! 4265 GENOMIC RANDOM wes 468 GS
17 testn —0004 Experimert 0016 Exp Accession 454 GS 20 paired end sequencing of SAMDO00! 4266 GENOMIC RANDOM WS 489 GS
18 testdl 0004 Experimert 0017  Exp Accession: 454 GS 20 paired end sequencing of SAMDO0O! 4267 GENOMIC RANDOM was 470GS
18 testOl 0004 Experimert 0018  Exp Accession: 454 GS 20 paired end sequancing of SAMDO0O! 4268 GEMOMIC RANDOM WS 471 G5
20 _testOl —0004 Experimert 0019 Exp Accession: 454 GS 20 gaired end sequencing of SAMDOOO! 4268 GEMOMIC RANDOM WS 47268
21 testOn 0004 Experiment 0020  Exp Accession: 454 GS 20 paired end sequencing of SAMDO0O! 4270 GENOMIC RANDOM was 413G
22 tast0l ~0004_Experiment 0021 Exp Accession: 454 GS 20 paired end sequencing of SAMDO0OT 4271 GENOMIC RANDOM WS AT GS
23 testOl ~0004 Experiment 0022 Exp Accession 454 GS 20 peired end sequancing of SAMDOOO! 4272 GEMOMIC RANDOM WS 4715 G5
24 tostol 0004 Experiment 0023 Exp Accessian: 454 GS 20 paired erd sequencing of SAMEO001 4273 GENOMIC RANDOM Wes 476 GS
25 testDl —0004 Experiment 0024 Exp Accession: 454 GS 20 peired end sequencing of SAMDOO014274 GENOMIC RANDOM wes AT7GS
28 _testDl ~0004_Experiment 0025 Exp Accession: 454 GS 20 peired end sequencing of SAMDO0O14275 GENOMIC RAMDOM WGS 478 GS
27 tastOl ~0004_Experiment 0026 Exp Accession 454 GS 20 geired end sequancing of SAMOO0014276 GENOMIC RAMDOM was 478 GS
28 tost0n 0004 Experimant 0027 Exp Accession: 454 GS 20 paired erd sequencing of SAMDO001 4277 GENOMIC RANDOM wes 480GS
29 testOl 0004 Experiment 0028  Exp Accession: 454 GS 20 paired end segquencing of SAMDO0O1 4278 GEMOMIC RANDOM was 481 GS
30 tastO! 0004 Experiment 0029  Exp Acoession: 454 GS 20 paired end sequencing of SAMDO0O! 4279 GENOMIC RANDOM Was 482 G5
31 test0l ~0004 Experiment 00G0  Exp Accession: 454 GS 20 meired end sequancing of SAMDO0O! 4260 GENOMIC RANDOM WS 483 GS
32 testOl —0004 Experiment 0031 Exp Accession 454 GS 20 mired erd senuencing of SAMDOOO1 4281 GENOMIC RANDOM wes 484 GS
33 testOl 0004 Experiment, 0082 Exp Accession: 454 GS 20 peired end sequencing of SAMDO00 4282 GENOMIC RANDOM wes 485 GS
34 test01 -0004_Experiment, 0083 Exp Accession 454 GS 20 peired end sequencing of SAMDO0O1 4283 GENOMIC RAMDOM wWGs 486 GS
35 testOl ~0004 Experiment 0034 Exp Accessin: 454 GS 20 peined snd sequencing of SAMDOO01 4284 GENOMIC RANDOM WG 48768 paired (FF)
M4 ] testO 0004 apmrimare <80 M4t
B2
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6. XAT—HDYER% --- Run (1) ---

Run D AR T—4% . BIZERET S,

Submission ID : test01-0004

@ -> E=w

Submission Study Sample Experiment
—Edit metadata by using tab-delimited text (TSV) file
T7ALERIR [ BIRSNTLOER A Upload TSV file| [Download TSV file
—Metadata
@) -3 CEmmn |
#  Alias Experiment Referenced* Delete |Delete All
1ItestU1-0004_Run_0001 | test01-0004_Experiment_0001 v IMJ
2 | test01-0004_Run_0002 .|testm-DOM_Experimenl_{}(]DE v| .iDeletei

Select data files for Run <- ®

Save

D ZETF % . @ [Select data files for Run] DR— A JUMP |
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6. X397 —ADYERYL --- Run (2) ---

@ [Select data files for Run] T, T—377AILDEMEERTT 5,

Submission ID : test01-0004

‘Submit|
Submission Study Sample Experiment “ Analysis
Data files for Run/Analysis N N = — ~
Edit metadata by usi yt b-delimited text (TSV) fil / —FRM—ETIHEL fastq
—Eqll metaaata Dy using tab-aelimited tex e _ <
k oomestn] T AMSHRIBLELL,
| IPAVEER EREINTLOEEA Upload TSV file| [Download JSV file

“generic_fastq” %
~File / EIRLTEESLY,

# | Mode File Name Run/Analysis contains files®  File Type® ‘Ml MD5 Checksum®

1 | [Run v 454Reads MID3_HL_01 sff test0 1.-(_.)-[}(]4_.Run__0001. v sff 6153j51.95309(.).aa_af396(:)21eZecbdﬁSB

2 ;Run ¥ | | 454Reads MID3_HL_02.sff | test01-0004_Run_0001 ¥ sff v | | [df5c92015c6da9e8765870e3da059830

3| [ Analysis ¥ | | 454Reads MID3_HL_03 sff | v | v]

4] v] | 454Reads MID3_HL_04 sff v |||

5 ¥ test01 fastg v ¥

6 I w2 | test02 fastq v v

T v | test03 fastg v v|||

8] v | test0d4 fastg v v

' MD5{EIZDLNTIE,

Save[ERu) RR—ITHRS

BLIEFHDIT7AILH, '
ﬁ E)jiﬁté;haé e [0 AR ] IhKItss P/ 30




6. X397 —ADYERYL --- Run (3) ---

#8: MD5 fE http://trace.ddbj.nig.ac.jp/dra/submission.html##i & MD5 {&

MD5 (Message Digest Algorithm 5)

RTDRBFINLES/ N\ ABH, T7MILHBIEL TS E, T7MILDMDSENZE
£9 %,

DRA Tl&, EIFEL=T74ILD MD5SED—HEF vV T HZET, T7MILDBEEI L
LI EIIERRLTLND,

Windows Mac 0S X
Fsum Frontend (http://fsumfe.sourceforge.net/) B—3H)L
T [ —— T ol |

$ md5 file1 file2
9F6E6800CFAE7749EB6C486619254B9C filel

B636E0063E29709B6082F324C76D0911 file2

Linux
R—ZF)L
$ md5sum file1 file2

9F6E6800CFAE7749EB6C486619254B9C filel
- - B636E0063E29709B6082F324C76D0911 file2

et M et e oo el
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http://trace.ddbj.nig.ac.jp/dra/submission.html#補足__MD5_値
http://trace.ddbj.nig.ac.jp/dra/submission.html#補足__MD5_値
http://winscp.net/eng/download.php
http://fsumfe.sourceforge.net/
http://fsumfe.sourceforge.net/
http://fsumfe.sourceforge.net/
http://fsumfe.sourceforge.net/
http://winscp.net/eng/download.php
http://winscp.net/eng/download.php

7. Validation BkIh (1)

DRA Handbook: http://trace.ddbj.nig.ac.ip/dra/submission.html#T—2 774 )L @ Validation

AFT—BET—Z3T7MIVDEESHZRIIL. 7T—HAT A SRA T7MIVEIER T H1EXE,
T7AINH AN KREMNYBHL TS E REFFEANSIENHLDTEE,

TOP | DRA | Project List | BioProject | BioSample test01 | Account | Password | Logout

D-way

Submission ID : test01-0004

Submission 1D Accession # Creation Date Hold Date
test01-0004 [ 2014-02-19 2016-02-20
|Submit / Update Metadata
Object File
Submission || Z7-(LAEIR | BIRENTLE #4 Dot
Experiment | 7r-(LBRIR | RSN TLVE £A, Download)
Run || D7 LEEIR BRENTLE A [Download
Analysis | FrOLERHR | BHRENTOERA [Download
Upload

- lVaIidate data ﬁleleStop validation|

* Stop validation to edit metadata or upload data files
Upload and validate run data files along with the submitted metadata to start reviewing process.
This submission will be reviewed when the status become "submission_validated” or "data_error”

ompone

Objectl BioProject ID BioSample ID Accession # Center Name Alias

7 I J \‘J7 L't . bmission ' ' ' |1000G_DCC test01-0004_Submission

experiment PRJDA1 SAMD00014251 1000G_DCC test01-0004_Expenment_0001

Va | |d at | on % Faﬁ ﬂﬁ‘ e run _ 1000G_DCC test01-0004_Run_0001
experiment PRJDA1 SAMD00014252 1000G_DCC test01-0004_Experiment_0002

run 1000G_DCC test01-0004_Run_0002

+ analysis |PRIDA1 1000G_DCC test01-0004_Analysis_0001

2014-08-20 32



http://trace.ddbj.nig.ac.jp/dra/submission.html#データファイルの_Validation
http://trace.ddbj.nig.ac.jp/dra/submission.html#データファイルの_Validation
http://trace.ddbj.nig.ac.jp/dra/submission.html#データファイルの_Validation

7. Validation BkIh (2)

Validation C. "data_error" MFEALELT=z5- -+

[Stop validation] %)% LT Validation {LIBEZE I L1=& . AT —3FEE. L
LLIE. T—2774 I EB7y70—FL., BE validation #BRLET,

<IS5—0450H>
spot length & A2 T —A2TIX400 LEERTFEL-HY. EFEDT—42IL 500 F=of-4r—X

fastg-load.2.3.5 err: data excessive while validating formatter within short read archive module - cumulative length of reads
data in file(s): 500 is greater than spot length declared in experiment: 400 in spot 'M00424:28:000000000-
A2G79:1:1101:18351:2171¢

fastg-load.2.3.5 warn: data excessive while validating formatter within short read archive module -
file="Cxxx_L001_R2_001.fastq" line="5" spot_name="M00424:28:000000000-A2G79:1:1101:18351:2171“
fastg-load.2.3.5 warn: data excessive while validating formatter within short read archive module - bad spot
M00424:28:000000000-A2G79:1:1101:18351:2171

HERYDERIE. DRAF—L (trace@ddbj.nig.ac.jp) N BHERLFEEUN,

Validation IZE{ZIL . A T—R A “submission_validated” [ZHz B & - -
T/T—30, BEZRHBLET , ZOFELFLBLESLY,
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8. VIt B SDXTHE

DRA Handbook: http://trace.ddbj.nig.ac.jp/dra/submission.htmit 72ty 3 &S D FHIT

TOP | DRA | Project List | BioProject | BioSample dradev | Account | Password | Logout

D-wa
o Y TOEvabBEE A—ILEX
Submission ID : dradev-0018 U D'Way J:—C‘“j'ﬁfl] g_u_bas.a-o

Submission ID Accession # Status Creation Date Hold Date
dradev-0018 confidential 2014-07-29 2016-08-07

|Isubmit / Update Metadatal

XML Upload []

Object

Submission | U7 ILEER BIREN T ERA

Experiment | 771 JLEER | BRENTLERA

FIE Dear Hanako Mishima and Taro Shizuoka,

Thank you for your submission to the DDBJ Sequence Read Archive.
Run | oo LEin | BREN T A =3 ﬁi %— ,I-EE #&‘ | %
Analysis || 2 LEER |BRENTL ERA = ﬁ > Accession numbers and hold date of your submission are listed below.

e i *% 1& *E % N & % E Libmission 1D]
|Validate data files|[Stop validation| .g— é @ % ;E\ _d.:: ( : Iadev-oms
o

Stop validation to edit metadata or upload data files old date]
2016-08-07
Object BioProject ID BioSample ID Accession # Center Name Alias [Accession number]
submission DRAOOOxxx  NIG dradev-0015_Submission Object Accession number (Alias)
+ experiment PRJDBO99Y SANMDO0002999 DRX000xxx NG dradev-0015_Experiment_0001 SUBMISSION: DRAOOOXxxx (dradev-0018_Submission)
o DRROOGxx_ NS Jradey 0018 Run 000" EXPERIMENT: DRX000xxxx (dradev-0018_Experiment_0001)

RUN: DRRO0Oxxxx (dradev-0018_Run_0001)

Data Files [-]

HRWVATN313

File Name Metadata Uploaded
E21d/b708deB71e) yes You can update metadata, change hold date and add published papers in D-way.

7otyaES | | !
WS At the hold date, your data will be automatically released and indexed
J /3 SELE in DRA search
N — Cancel : . : .
75\ % m é *L é Please see the following website for details.
http://trace.ddbj.nig.ac.jp/dra/submission_e.html#release

Validation

A00025814 ( d
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http://trace.ddbj.nig.ac.jp/dra/submission_e.html#release
http://trace.ddbj.nig.ac.jp/dra/submission_e.html#release

NEGR= T

—\

=

—% (&, DRASearch WMo > O—k

2DRASearch

Accession © DRADDDL64]
R 4
(Organism :
[CenterName :
Keyword :
Show |20 = |records Sort by | Study
Statistics

StudyType :

Platform : .

Search Clear

Send Feedback

Search Home

DRA Home

DRASearch:
http://trace.ddbj.nig.ac.jp/D
RASearch/

2014-05-28
014-01-22

2014-08-20

Trends in SRA data

Search SRA data

Released Entries T
Type c‘,lum !DRASearch Send Feedback © Search Home © DRA Home
Submission 250067 ETP
Study 39183
R Submission Detail Navigation
Sample 643699
Run 761515 Alias DRA0O0TEA Study DRPO00164
Submission ID : PRIDA47577
C_)rganism Submission Date 2010-04-15 Experiment DRX000204 FASTQ SRA
# Organism Name Study Center Name KUFMS DRX000205 FASTQ SRA
1 Home sapiens 2739 - - Sample DRS000205
Lab Name SSP Stem Cell Unit., School of Medicine, Kyushu University SAMDD0006358
2 s miseile s R DRRO0O393 FASTI SRA
un
3 Drosophila melancgaster 635 o oo FASTO o
4 nidantif 621 DRR0O00394 FASTQ SRA
uni ;I:!
DRRO00O395 FASTQ SRA
5 Caenorha Is elegans 402 DRROOD396 FAST: SRA
6 soll metagenome 387
7 Arabidopsis thaliana 341 Copyright@DNA Data Bank of Japan. All Rights Reserved.
8 marine metagenome 273 T ENASEY IS TET T
9 Saccharomyces cerevisiae 265 9 Exeme Sequencing 93 9 WUSTL 535
10 Escherichia celi str, K-12 substr, MG1655 184 10 Cancer Genomics 52 10 WUGSCT 505
ights Reserved,
DBCLS SRA DISCOVER

Interesting & Available SRA Data

DBCLS SRA (http://sra.dbcls.ip/) %
ESF THALEEELY,

35


http://sra.dbcls.jp/
http://trace.ddbj.nig.ac.jp/DRASearch/
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http://trace.ddbj.nig.ac.jp/DRASearch/

TR EE OBERNADBEAL

VU ZE&IE. BEBIC, —FHM. IELRHICHEET,
NFEBDZEREIL, D-wayh b, CBE BT,

DDBJ ?—Qﬁfaﬁjﬁﬂu http://www.ddbj.nig.ac.ip/sub/hold date-j.html

TOP | DRA | Project List | BioProject | BioSample

D-way

dradev | Account | Password | Logout

Submission ID : dradev-0011

Submission ID Accession # Study Title

Status Creation Date Hold Date
dradev-0011 Whole genome sequences of Musa balbisiana omiﬂ 2013-06-04 2014-05-31
|Submit / Update Metadata

XN ZEINT-6, XENEHRZ EMLTTILY,
PubMed ID $,L<[% DOI % BioProjectF—L ~EH

2_, D_I_)BJ Login & Submit  Detsbases = (
. we ﬁ
Sequence Read Archive
te o . sELEDE
DDA} S AT
&
A=
o (oRa)
ra
Japs
o
Bic
=i
@@
s Resa an
FREANTE W
&)
Databaves Resources ormation s
Far it g O e Do Res £ ik
St s et Artho pses DO o Twmer [
Trace Ao Tfnarcn DORL) on Voumam & b
omes Wiehas ouagT DO Wt Mgt
sFrogest ‘ot 52 g Eysaem L]
g - DO TP S
JAapaness Canatye prenor De AT Fesn Arnataor, Ppeine
o
[
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